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What is EMBL-EBI?

A International, non-profit
research institute

A Part of the European
Molecular Biology
Laboratory

AEur o fuebdosbiological
data services and research

A ~600 members of staff

. 70 Petabytes of storage
from 53 nations. >40,000 CPU Cores

20 Gbit Internet connection
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Data resources at EMBL-EBI

European Nucleotide Archive Ensembl Genomes Metagenomics portal

1000 Genomes ataloe
Genes, genomes Rirapgam@ermme-phenome
Ensembl Archive

Gene, protein & metabolite expression

ArrayExpress Metabolights
Expression Atlas PRIDE

Literature & Protein sequences, families &

ontologies
Europe PubMed Central
Gene Ontology
Experimental Factor
Ontology

motif&rpro Pfam UniProt

Molecular structures

Protein Data Bank in Europe
Electron Microscopy Data Bank

Chemical biology

ChEMBL
ChEBI

Reactions, interactions

Systems
BioModels & pathways
Enzyme Portal Intact

BioSamples .




EBI as a use case for

é there are difficulties in defining boundaries around
what is technically possible, what is legally permitted,
and what should be done ethically. Indeed, linking
data can also compromise the privacy of an
Individual's personal information, making them
identifiable &

Use case
Ethical issues
Technical requirements
balancing the drive for automation against the need for
human judgement
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EBI 60s Data Sour ces

e/l ENASAA

European Nucleotide Archive
@ Expression Atlas Array . @ ArrayExpress

¥EVA ropean
@ egenome-phenome

rchive

L] e
i.i

DGVl

Database of Genomic Variants archive

Added Value -
Controlled

Open & pUb“C aI’ChiveS access archive
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http://www.ebi.ac.uk/ena/about/submit_and_update
http://www.ebi.ac.uk/biosamples/
http://www.ebi.ac.uk/dgva/page.php

BioSamples Database at the EBI

ﬁRepository of information about biological materials, or
A s a mpil 48 snillion samples, 2 million human

A(\ggregates reference samples 1 such as HapMap,
Coriell cell lines or samples from 1000 genomes i with
sample data from EBI assay databases

Acnables cross linking of assay data to metadata about
the samples from which they are derived

A(\ccepts direct submission of sample data

BioSamples results for 1000 genomes Show more data from EMBL-EBI
Page 1..3 a6 7. 34 showing EIEYEEES] of BZE) samples Page size BBJ 50 100 250 500
Accession Organism Name Description Groups Database
Human 1000 genomes —
SAMNDG??QQQB Homo sa piens individual HGD2605 [ T
Human 1000 genomes -
SAMNOQ779989 Homo sapiens individual HG02723 la o
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Summary vs. consented data

@2 curopean
S~ GENOME-PHENOME Search... a
ARCHIVE
Tips on how to search
HOME BROWSE REQUEST  SUBMISSION T A

WTCCC case-control study for Type 1 Diabetes

WTCCC 2007-06- Nature Genome-wide association study of Type 1 diabetes 10 |T|
(PMID: 07 14,000 cases of seven common
17554300) diseases and 3,000 shared
s cantrols.
SNP-trait associations for "type | diabetes mellitus® on the diagram: 44 ‘a Q
5 = = . ¥y
g = = 8 2 - . 5
[ - o = = M -
- b = = = z =
‘ = = - = - 3 = & -
= = = m B = ‘\

EMBL-EBI




TheEGAs aresourcefor permanentsecure
archivingand sharingof all typesof potentially

Wh atis the identifiablegeneticand phenotypicdataresulting
EG Af) from biomedicalresearchprojects.
r T ) Datais providedby
i) @ researchcenters anchealth
MalariaGEN WTCCC . . .
DAC DAC careinstitutions.
EGA user management tools Accesss controlledby Data
AccesCommittees
a
oaniz ace rafer \__EGA__J Meta Summa Datarequestersare
to tﬁzlrele\tlant Dat; Acc?ess w N | ﬁ I N ryphit q
ComRes (P0) e e researchergrom other
contralied researchor healthcare
data institutions.
, Data andservicesand
j QEEE—— T y FederatedbetweenCRG
i A and EBI
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E 2 suRoPEAN

™ gg NOME-PHENOME
ARCHIVE

Tips on how to search

i telpdesk & Login

HOME BROWSE REQUEST SUBMISSION

The European Genome-phenome Archive (EGA) is a service for Pemmanent archiving and sharing of &l

Il types of
Personally identifiable genetic and phenotypic data resulting from biomedical research projacts,

EGANumbers

A 911 Studies (31% What is in the EGA?

- Efficacy of JAKISTAT pathway
Studies in the EGA by disease inhibition in murine xenograft modes
. Click on 3 column 1o view category subgrougs of early T-cel) Precursor (ETP) acute
Wt h I n : 2 O I - lymphoblastic ieukemia,
g Suptisigly. bolh  JAKISTAT  patiuay
A 19

activation and  ruxalifiniy efficacy were
independent of the presence of JAK/STAT
g I’OWth) -

pathivay mutations, raising the possibility
Lancar Cardiovasgurlar Infacriouy Inftamator,

1 If applicable, a study may ) & blood
A 492 Data providers T
(92% growth)
B Studies 8 FTP 5 Aspera

A > 8 ] O O O D ata ?:::::J I want to access data I have data to submit E:A:::m
requesters (20%

growth year on year)

A 200 helpdesk tickets c
per month

Latest studies

Number of stugjes

22 kY

BROWSE

A Contact us

—
encmg  SgleCen  Tramscripome . Com
s Comctmma  fimemoms  seecot Sequencing
‘Epigenenics.

E
Sequencing . ,

be included in more than one categary
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TheEGAcontainsa growingamountof data

~650,000 files”

>2.5PB*
‘:J
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* Files encrypted in different formats are counted only once
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